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Secondary structure and
disorder prediction

1 . . ... 10 . .20 ... 0B0. o, A0 ... uB50. .. .. .L80
MY VT TDEDLI RAALAVAATAGPRDVPVGAVVVGADGTELARAVNAREALGDPTAHAEI L AMR
Secondary - -

—RARSAAAANANASNN —————— - AANARANAN
structure

SS
confidence
Disorder ? 2 2 22227272 ?

Disorder

confidence
.. . .. . . . .70 . . . ., . . . .8 . . . ., . . . .9 . . . ., . . . .100. . . ., ....110.. . ., . . . .12
L AAGVLGDGWRLEGTTLAVTVEPCTMCAGALVLARVARLVF GAWEPKTGAVGSL WDV VRD
secondary AARAR———ARA ————— RARARRRAR — ———————— AARARRAR
SS

confidence
Disorder

Disorder
confidence
L. . o130 . . . ., ... . 140 . ..., .. . . 150 . .
XM RRLNHRPEVRGGVLARECAAPLEAFFARQRLG

Secondary — AAAAAARARRARRARA

structure
SS
confidence

Disorder

Disorder
confidence

Confidence Key
High(9) IRLETIEINI Low (0)
? Disordered ( 9%)
Aan Alpha helix ( 41%)
=) Beta strand ( 18%)
A% TM helix ( 11%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

