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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
M VTSYVDRLDGLDLGALDRYLRSLGI GRDGELRGELI SGGRSNLTFRVYDDASSWLVRRPPL

Secondary ) } )
RRRRRRRRAR ————— ———— S————
structure

SS

. N T T OO T T T D
confidence

Disorder
confidence
70 80 90 100 110 120

B HGLTPSAHDMAREYRVVAALGDTPVPVARTI SLCQDDSVLGAPFQVVEFVAGQVVRRRAE
Secondar . ;
e ARRRRRRRRARRARAR —_— —_—

structure

Dl_sorder
confidence
130 140 150 160 . . 170 . . 180

B LEALGSRSVI EGCVDALI RVLVDLHSI DPKAVGLSDFGKPDGYLERQVRRWGS QWEL VRL
N ARTTTTITARALRRARRRAL - R AR ARLUTTARRARARRN

structure

SS
R -

Disorder ? 2 2

Disorder
confidence

190 . 200 . 210 220 c o o Ao o o 240

PEEMEe P DDHRDADI SRLHLALQQAI PQQSRTSI VHGDYRI DNTI LDTDDPCHVRAVVDWELSTLG

Secondary RRLULLRRLRRAR iy ey :
—_— — ————— ——————— ey —
structure

-———————-_

Disorder

Disorder
confidence
... ... 025000 ..., L260 . ..., . ...270. ..., ... .0280 . . . .o, .o.o.o.290 . . . .., . . . .300
e DPLSDAALMCVYRDPALDLI VHAQAAWTSPLLPAADELADRYSLVSGQPLGHWEFYMALA
Secondar ARRARRARAA ———— ARRUURAARRANL AR AR
structure AAAAN ARA—ANRANN
SS

confidence
Disorder

Disorder
confidence
. 310 . . . .. . 320 . . . 330 340 350

P YFKLAI | AAGI DYRRRMSEQAEGKDTAAESVPDVVAPLI ARGLAEI AKKSG

Sgg;’u"c‘gjg ALTALULLULRARARA AAARAAAAAAARARRARAARN —
SS
confidence

Disorder 2222222222272 ??
Disorder
confidence

Confidence Key
High(9) J1ETIRII Low (0)
? Disordered ( 9%)
A% Alpha helix ( 42%)
= Beta strand ( 13%)
RS TM helix ( 5%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi




