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# Template

Alignment Coverage

3D Model

1 C5VkvA_ Alignment

2 C2n4xA_ Alignment

3 c4zdtB_ Alignment -
4 c4ni3B_ Alignment -
5 Cc3bjrA_ Alignment -
6 c2kdrX_ Alignment -
7 dluptb_ Alignment -

Confidence

Template Information

PDB header:oxidoreductase

Chain: A: PDB Molecule:cytochrome c-type biogenesis protein
ccda;

PDBTitle: solution nmr structure of the membrane electron
transporter ccda

PDB header:membrane protein

Chain: A: PDB Molecule:cytochrome c-type biogenesis protein
(ccda);

PDBTitle: structure of the transmembrane electron transporter
ccda

PDB header:hydrolase

Chain: B: PDB Molecule:structure-specific endonuclease subunit
six4;

PDBTitle: crystal structure of the ring finger domain of six1 in
complex with2 the c-terminal domain of six4

PDB header:hydrolase

Chain: B: PDB Molecule:alpha-fucosidase gh29;

PDBTitle: crystal structure of gh29 family alpha-I-fucosidase from
fusarium?2 graminearum in the closed form

PDB header:hydrolase

Chain: A: PDB Molecule:putative carboxylesterase;

PDBTitle: crystal structure of a putative carboxylesterase (Ip_1002)
from2 lactobacillus plantarum wcfsl at 2.09 a resolution

PDB header:viral protein, membrane protein
Chain: X: PDB Molecule:non-structural protein 4b;
PDBTitle: solution structure of hcv ns4b(227-254)

Fold:GRIP domain
Superfamily:GRIP domain
Family:GRIP domain



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5vkvA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/3edac25365eedde4/c5vkvA_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2n4xA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/3edac25365eedde4/c2n4xA_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c4zdtB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/3edac25365eedde4/c4zdtB_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c4ni3B_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/3edac25365eedde4/c4ni3B_.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c3bjrA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/3edac25365eedde4/c3bjrA_.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2kdrX_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/3edac25365eedde4/c2kdrX_.6.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1uptb_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/3edac25365eedde4/d1uptb_.7.pdb

8

Cc6gn6A_

Alignment

14

PDB header:hydrolase

Chain: A: PDB Molecule:alpha-I-fucosidase;

PDBTitle: alpha-I-fucosidase isoenzyme 1 from paenibacillus
thiaminolyticus



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c6gn6A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/3edac25365eedde4/c6gn6A_.8.pdb

