mdejesus@rockefeller.edu
W RVBD3821_(-
I ) :Z )_4286151_4286864
—\ 'a S Fri Aug 9 18:20:53 BST
2019
‘7 Unique Job
- 3edac25365eedde4

Secondary structure and
disorder prediction

10 20 30 40 50 60

M MWS TVLVLALSVI CEPVRI GLVVLMLNRRRPLLHLLTFLCGGYTMAGGVAMVTLVVLGAT

seconda’y _AAAAAAAAAAAAA ASAARARAAAA — ARAALLASIAIALALALANAANANANAA -
SS
confidence EEE B ————————— ] - I
Disorder ? ? ? ?

Disorder
confidence
70 80 90 100 110 120

PP LAGHFSVAEVQI GTGLI ALLI AFALTTNVI GKHVRRATHARVGDDGGRVLRESVPPSGA

naar
oy —————— ARATLLLRATILITLRRTILIAAARARARRRRAAA

. -— - N I L
confidence

Disorder 2 2 222?222 a2 7 7 2 2 A A A 2 A A A A A 7 A 7 P T T P T T 7 7

D|§order —
confidence

130 140 150 160 17 O 180

BT HKLAVRARCFLQGDSLYVAGVSGLGAALPSANYMGAMAAI LASGATPATQALAVVTFENVV
Secondary g g ARARRRRAARA — ARLURRULRL—— ASSLAAARRARA — ASSAAAASLASSSN

structure

SS
confidence
Disorder ? 227?22 ??

Disorder
confidence

190 . 200 . 210 220 c o o Ao o o

M) AF TVAEVPLVSYLAAPRKTRAFMAAL QSWLRSRSRRDAALLVAAGGCLMLTLGLSNL
Secondary o o @ L ARRRLLTLL AAAAAARARARAAAARA — AARLLLLLLRRRRLLLRRRA—

structure

)
confidence

Disorder 227222

Disorder
confidence

Confidence Key
High(9) [ IIRIIN Low (0)
? Disordered ( 24%)
A% Alpha helix ( 78%)
=) Beta strand ( 0%)

AR TM helix ( 46%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

