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Secondary structure and
disorder prediction

-D[_‘_i—"g

1 10 20 30 40 50 60

ML SAPAVAAGPTAAGATAARPATTRYTI LTGRRMTDLVLPAAVPMETYI DDTVAVLSEVLE

Secondary - -
—— ——— RARARRRNRRN
structure
SS I I B ) 0 - [EEE—— B B I |
confidence
Disorder 2 2 2 222222222?2?22722122?22? ?

Disorder

. |
confidence

70 80 90 100 110 120

P DT PADVLGGFDFTAQGVWAFARPGSPPLKLDQSLDDAGVVDGSLLTLYVSVSRTERYRPLV

Secondary . }
[ — AA% R —
structure
SS [ ———— e R e el e HE 4 A 4 [— e
confidence
Disorder 2 2 22222222222 7 227217272 ? 22 222272
| LB

Disorder
confidence
130 140 150 160 . . . 170 . P 180

B EDVI DAl AVLDESPEFDRTALNRFVGAAI PLLTAPVI GMAMRAWWETGRSLWWPLAI GI L

secondary RARARARRAR ARATUULTTTUULALALARRRRA ATLRRNNAN
SS
confidence

Disorder 2227272 22 22721722

Disorder
confidence
190 . 200 . 210 220 . . . 230 . .. 240

P Gl AVLVGSFVANRFYQSGHLAECLLVTTYLLI ATAAALAVPLPRGVNSLGAPQVAGAATA

secondaly QRANAANANRANA RARLLLLLLITUIRAAANNAN RRRRRANNAN
SS
— - | Ee— —
Disorder 2222 2 27272

Disorder
confidence
250 260 . .. 270 . . 280 . . 290 . . 300

P VLFLTLMTRGGPRKRHELASFAVI TAI AVI AAAAAFGYGYQDWVPAGGI AFGLFI VTNAA

Pecondaly ARARRARAR ——ARRARRARRARARRRRARARARA ——— CLLLLLLULLTU LU
SS
I B — —
Disorder 22 ? 27222222
Disorder o -

confidence

310 320 330 340 350 360

P KLTVAVARI ALPPI PYPGETVDNEELLDPVATPEATSEETPTWQAI | ASVPASAVRLTER

Secondary
[ ARRRAAN
ctracture WRRRRN
conf'dengz -
I
Disorder ———————— 2222222222227222227222222222222222222222222222272
DISOrder [ B | | | | T |

confidence
BT sKLAKQLLI CYVTSGTLI LAAGAI AVVVRGHFFVHSLVVAGLI TTVCGFRSRLYAERWCA
Secondary m g ARARRRAARARALARAVAARAARRRIA — ALRALLLARRRRANAS————— A%

structure

Disorder

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

430 440 450 460 470 480

PEEMEESWALLAATVAI PTGLTAKLI | WYPHYAWLLLSVYLTVALVALVVVGSMAHVRRVSPVVKRT

Secondaly RRARRRARARRRARARARAR ———— ARUAAALRALUAALRRRAARA LLUULL
SS
e | —
Disorder ? 22

Disorder
confidence
490 500 .. 510 .

BT LELI DGAMI AAI | PMLLWI TGVYDTVRNI RF
Secondary oo QRARRILLLRLLALAAUARANNRAN ——

structure

SS I

confidence
Disorder 2222
|

Disorder
confidence

Confidence Key
High(9) Il [ERINN Low (0)
? Disordered ( 26%)
A% Alpha helix ( 56%)
= Beta strand ( 5%)

A% TM helix ( 46%)



